() ARALS hE DDA GA%] T2H EFL 25 APFA L. (107)

(2) A A 12 AAA Q] pre-mRNAZF A <3 mRNA= 7had o do7]+=
Tz W3 7= AHEA Q. (104)
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HATGA A AAH AP Tl do] 33U FXRE 53+
Ak 2 (chaperone) ¥ 7] F €l (ubiquitin) 2] & ghol] ¥
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o] AHEa e, (109)
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(nuclease) A"l 9 2 Zinc Finger Nuclease(ZFN), Transcription
Activator-Like Effector Nuclease(TALEN), CRISPR/Cas9(RNA-guided

nuclease)ll #3te] ths =50 H@sA 2. (304)

) 574 A<M DNA o]z 7teo] datsglS vl &A43ts = Al AAle] ¢ 7]
s

A5 A Z & (homologous recombination) ¥} H] 45 2w 2 (non-homologous

end joining)oll #3slo] AHEA L. (10%)

(2) ZENZ} TALENZS] A Ztell Fokl AtEAE o] &3 o)<, ZFNI TALENO]
DNA<®} Z2gst= F-919 A71AES st WS Hlushe] Awsial e, (104)
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A AN ZFNZ TALENo] H]3] CRISPR/Cas97} zt&= A& 271 gt

Al 2. (10%)

2023 %= A|383] 7EA=AHTIEg AR o) 22F 3uA] (3 - 1)
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20233 %= #A1383] 7eA =AMl e Eop) 22F 3uA]l (3 - 2)



| ©& 4 (single nucleotide polymorphism, SNP)ol| #3}o] t}3

= o
= @skAl L. (104)

(1) SNPE A <J3kA 2. (34)

(2) SNP7} A7F §3 2 Wolo A 2R k= H|Fo] =2dH X Mo nx & o]
Ao o]le=Z AuElA o, (34)

HAAE F4 3= DNA A =24 SNPY

[:=#] 6] DNA libraryol] #3+ o5 =39 @ahA 2. (10%)

(1) Genomic librarye Aelstal, 2 &85 17HAF 2412, (53)

(2) ¢cDNA libraryE A9 3&ta, 1 &8-S 17FA W A2, (53)

2023 %= A|383] 7EA=AHTIEg AR ok 22F 3uA] (3 - 3)



